ABSTRACT Pseudoalteromonas piscicida strain DE2-B is a halophilic bacterium which has broad inhibitory activity toward vibrios and other human and fish pathogens. We report the first closed genome sequence for this species, which consists of two chromosomes (4,128,210 and 1,188,838 bp). Annotation revealed multiple genes encoding proteases with potential antibacterial properties.
Genome annotation was obtained from the NCBI Prokaryotic Genome Annotation Pipeline (Bethesda, MD). The genome contains 4,722 genes, 322 pseudogenes, 4,258 predicted protein genes, 31 rRNAs (5S, 16S, and 23S), and 107 tRNAs. Chromosome 1 contains 3,722 genes, 3,355 protein coding sequences, 27 rRNAs, and 106 tRNAs compared with the smaller chromosome 2, which contains 1,000 genes, 903 protein coding sequences, 4 rRNAs, and only 1 tRNA. Annotation also revealed the presence of coding regions for putative proteases, some of which may have antibacterial properties, as recently reported (1), including 11 serine proteases and 7 metalloproteases; however, no cysteine or aspartic protease genes were identified. Accession number(s). This whole-genome sequencing project has been deposited at DDBJ/EMBL/GenBank under the accession numbers CP021646 (chromosome 1) and CP021647 (chromosome 2). The versions described in this paper are the first versions, CP021646.1 and CP021647.1, respectively.
